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Genetic Diversity of Dendrobium Germplasms Accessed by SRAP Markers
LIN Rong-yan, YE Xiu-xian, ZHONG Huai-qin, LIN Bing, HUANG Min-ling”

(Crop Research Institute, Fujian Academy of Agricultural Sciences/Flower Research Center, Fujian
Academy of Agricultural Sciences/Fujian Engineering Research Center for Characteristic
Floriculture, Fuzhou, Fujian 350013, China)

Abstract: SRAP molecular markers were used to access the genetic diversity of 48 Dendrobium germplasms. Using
14 pairs of selected primers, 159 bands were amplified. Of the bands, 155 were polymorphic. The polymorphism
rate was 90% —100% per primer, and the information content in the markers ranged abundantly from 0. 718 to 0. 903.
Cluster analysis showed the genetic distances among the 48 cultivars to be 0. 15 —0.97. At the distance of 0. 83, the

germplasms could be classified into 7 groups. The results showed a rich genetic diversity among the germplasms.
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Table 2 Information on SRAP markers in Dendrobium
3194 3145791 way  ZSM FELEE S FER

Mel +Em2 5'-TGAGTCCAAACCGGATA-3"; 5'-GACTGCGTACGAATTTGC-3' 14 14 100. 00 0. 900
Mel+Em3  5-TGAGTCCAAACCGGATA-3'; 5'-GACTGCGTACGAATTGAC-3' 9 9 100. 00 0. 829
Mel+Em8  5-TGAGTCCAAACCGGATA-3'; 5'-GACTGCGTACGAATTCTG-3' 15 15 100. 00 0. 884
Me2+Eml 5 -TGAGTCCAAACCGGAGC-3'; 5'-GACTGCGTACGAATTAAT-3' 9 9 100. 00 0. 840
Me2+Eml10 5 -TGAGTCCAAACCGGAGC-3'; 5'-GACTGCGTACGAATTTAG-3' 12 12 100. 00 0. 880
Me3+Em4  5-TGAGTCCAAACCGGAAT-3'; 5'-GACTGCGTACGAATTTGA-3' 13 13 100. 00 0. 900
Me3+Em6 5"-TGAGTCCAAACCGGAAT-3"; 5'-GACTGCGTACGAATTGCA-3’ 7 7 100. 00 0.779
Med +Em2 5'-TGAGTCCAAACCGGACC-3"; 5'-GACTGCGTACGAATTTGC-3' 13 12 92. 31 0.718
Me6+Em6  5'-TGAGTCCAAACCGGTAA-3'; 5-GACTGCGTACGAATTGCA-3' 11 11 100. 00 0. 868
Me6+Em10  5'-TGAGTCCAAACCGGTAA-3"; 5'-GACTGCGTACGAATTTAG-3' 12 12 100. 00 0.903
Me7+Em2 5'-“TGAGTCCAAACCGGTCC-3'; 5'-GACTGCGTACGAATTTGC-3' 10 9 90. 00 0. 730
Me8+Em5 5-TGAGTCCAAACCGGTGC-3"; 5-GACTGCGTACGAATTAAC-3' 11 11 100. 00 0. 839
Mel0o+Em2  5-TGGGGACAACCCGGCTT-3'; 5'-GACTGCGTACGAATTTGC-3' 12 11 91. 67 0.798
Mel0+Em8  5-TGGGGACAACCCGGCTT-3'; 5-GACTGCGTACGAATTCTG-3' 11 10 90. 91 0. 724
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Fig. 2 Cluster profile of 48 Dendrobium cultivars
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