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Abstract: [ Objective]l Effects of spraying methyl jasmonate (MeJA) on the antioxidant enzyme activity and interleaf
microbial diversity of tobacco leaves were investigated. [Method] Superoxide dismutase (SOD) activity, peroxidase (POD)
activity, total phenolic content, hydrogen peroxide (H,0,) accumulation as well as abundance and diversity of interleaf bacteria
and fungi in tobacco leaves were measured 72 h after spraying the plant growth regulator at 0.5 mmol-L" (+MeJA) or without
(CK) as control. [ Result] The MeJA spray significantly increased SOD and POD activities and H,0, accumulation but
reduced the microbial abundance and increased the fungal diversity in the tobacco leaves. The SOD activity and H,0,
accumulation significantly inversely correlated with Golovinomyces, whereas POD positively correlated with Ralstonia and
Burkholderia-Caballeronia-Paraburkholderia. [ Conclusion] Tobacco leaves sprayed by MeJA not only activated the
antioxidant enzyme activity but also altered the dominant fungi distribution in them, resulting in a correlation between oxidase
activity and fungal genus share in tobacco leaves.
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Table2 PCR amplification reaction system and conditions
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POD and SOD activities and H,O, content were measured in fresh samples, and TP content in dry samples. * indicates P<<0.05, ** indicates P<<0.01.

CK: no spraying, MeJA:spraying with MeJA; Same for Fig.2. Changes in POD activity and H,O, content in tobacco leaves by spraying (A); changes in

SOD activity and TP content in tobacco leaves by spraying (B).
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Fig. 1 Effect of methyl jasmonate on antioxidant enzyme activity and total phenol content in tobacco
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Fig. 2 Effects of methyl jasmonate on the richness and diversity of tobacco phyllosphere microbial community
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Fig. 3 Effects of methyl jasmonate on composition of phyllosphere fungal community (A) and bacterial community (B) at genus

level in Tobacco
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Fig. 4 PCA analysis of fungal community (A) and bacterial community (B) under different treatments
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Table 3 Pearson correlation analysis on oxidase activity and abundance of dominant flora at genus level under varied treatments

J& A AL puR=REsYIL HEME ey
Genus SOD POD H,0, TP

F R E T E Golovinomyces —0.734* 0.037 —0.435% -0.426
KoK )E unclassified k__Fungi 0.237 -0.702 0.534 0.232
EHIFH)E Cutaneotrichosporon -0.601 -0.357 0.979 0.116
FHA4 WS Ralstonia —0.535 0.867* —0.406 0.148
L3R J& Rhodococcus 0.377 -0.793 0.478 0.472
A8 Phyllobacterium 0.557 -0.271 —0.111 0.620
AP 50 B R A B B - B - AT S AR IR R 099 09635+ 0,600 o84

Burkholderia-Caballeronia-Paraburkholderia

*RINEP<0.05/KF ERFEMN; **FIRTEP<0.01KF L RFMK.

* Indicates significant correlation at P<< 0.05 level; ** indicates significant correlation at P<< 0.01 level.
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