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Cloning and Expression Analysis for Color Related Genes in Flower of Oncidium Sharry Baby.
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Abstract: Three flower color related genes (CHS. ANS. DFR) were cloned from the red flower sepals of

2. Flowers Research Center, Fujian Academy of Agricultural Sciences, Fuzhou, Fujian

3. Fujian Engineering Research Center for Characteristic Floricultures Fuzhou, Fujian

Oncidium Sharry Baby with homology sequence cloning. The length of their conservative sequences were 611 bp.
288 bp and 554 bp. Sequence analysis showed that these genes revealed high homology with the color related genes
from other plants, ranging from 77% ~ 89%. 72% ~ 99% and 57% ~ 96% for CHS. ANS and DFR,
respectively. Results of RT-PCR analysis showed that the transcripts of three genes were detected from red sepals

but not in yellow labellum and leaves. The expression level of three genes was high in the bud and early flowering

stages, and then decreased in blooming.
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Table 1 Primers used to isolate and analyze the expression of flower color related gene in Oncidium Sharry Baby.
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CHSF 5'-ACATGCCCGG(T/C)GC(T/C)GACTACCA-3' PR R B

CHSR 5'-GCT(G/C)GACAT(G/A) TT(C/G)CC(A/G) TACTCC-3'
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ANS-R 5'-GCTC(A/G)CA(A/G)AACA/G)AC(C/G)GCCCA-3'

DFR-F 5'-TC(G/C)AATGAACTGCTCAGCA-3'

DFR-R 5'-GCATCACATA(C/A)GTCATCCAAA-3'

CHS-1 5-TCGTCTGTTCTGAGATCACCGC-3' o ) A DG 5 A 2 3K
CHS-2 5'-TAAATGCCCATCAATAGCCCCT-3'

ANS-1 5'-TCTCCTTCATCATCCACAACGG-3'

ANS-2 5'-TATCTCGAGCGAGTCACCTACA-3'

DFR-1 5'-ATTTTCCACGTCGCCACACCCA-3'

DFR-2 5'-CTCCCAAGCAGCCTTCTCCGCA-3'
18s-F 5'-“TGAGAGACGGCTACCACATCCA-3' b3 WA
18sR 5'-ACCCAACCCAAGGTCCAACTAC-3'

2 ZRE55

2.1 X=HBHEXERRE

AR & A1 09 46 AR G 3k DY BRI/ <1 3 47
Wit 3 XRG4 (R D, DAFKIGO 2 Al
% cDNA M, @ PCR 973 K Jp 500 E . 3k

& CHS. ANS., DFR 3 />4 ¥y 3 A #4457 7 51
HAK FE 5 611, 288, 554 bp M cDNA H Bt
(KD, 294t 203, 96, 188 PMEIEMR,
2.2 XDERBHXERMNRIREES T

28 Blast X, 35X 3 />4 b 3 I 4 75 () 40 3 R
J 9] 55 I Ath AR P ok R 00 B A v R R R, S



57 B E

%ﬂ#

AR 230 &40 K R B 09 5L R KGR 5T

709

CHS

ANS  DFR

1000 bp
750 bp

500 bp

250 bp

B =TEEIEXER cDNA F R 188 ik EiE

Amplification of flower color related gene fragment

1
Fig. 1
in Oncidium Sharry Baby.
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Fig. 2 Phylogenetic analysis between flower color related
genes in Oncidium Sharry Baby with related protein
of other plants
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Fig. 3 Expression of CHS, ANS. DFR in flower of
Oncidium Sharry Baby during its development
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Fig. 4 Expression of CHS, ANS. DFR in various histo-
tissues of Oncidium
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