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Abstract: In this study, the Escherichia coli strain contains the gene encoding Taq DNA Polymerase was shaking-
cultured in constant temperature incubator shaker at 37°C for synthesizing of the Polymerase. using IPTG as an
inducer. The enzyme was then precipitated by 40% ammonium sulfate. Taq DNA Polymerase obtained in this way
was negatively charged, and anion-exchange column was used to purify the protein. It was found that this
performance can remove the unneeded small biological molecules more quickly than the traditional method of
dialysis; meanwhile, it not only keeps biological activities of Taqg DNA Polymerase, but also shortens time of
purification and improves pure degree of Taqg DNA Polymerase. The rice ¢cDNA, rice genomic DNA and soil
microorganism DNA were used as template to PCR amplification and the PCR products were sequenced. The results

showed that the polymerase had great activity and fidelity.
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Length=1376
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Strand=Plus/Plus

Query 1 ATGGACGGAGCAGGAGGACGTCCAACTGGTTTGAAGCGCACAGGCAAGAGCTGCCGTICTC 60
. frrerrenrenre e r et

Shjet 318 ATGGACGGAGCAGGAGGACGTCCAACTGGTTTGAAGCGCACAGGCAAGAGCTGCCGTCTIC 377
Query 61 CGGTGGGTGAACTACCTCCACCCCGGCCTCAAGCGCGGCCGCATCACCGCCGACGAGGAG 120
. Lrrrrrrrrrrnrrnnnnnrnrrnrrenrrnnnnnrnnner el

Shijet 378 CGGTGGGTGAACTACCTCCACCCCGGCCTCAAGCGCGGCCGCATCACCGCCGACGAGGAG 437
Query 121 GCCTCATCCTCCACCTCCACTCCCAGTGGGGCAGCCGCTGGTCCCGCAT cGCaGCc 180
. ||l|||l||||||l||lIlll||I||l|l||||l||l|||l|||||l|||l||l|||l||

Shijet 438 CGCCTCATCCTCCACCTCCACTCCCAGTGGGGCAGCCGCTGGTCCCGCAT CGCAGC 497
Query 181 CTCCCCGGCCGCACCGACAACGAGATCAAGAACTTCTGGCGAACCCACATGCGCAAGATC 240
. IIIIIIIIIIIIIIIIIIlllIIIIIIIIIIIIIIIIIIIIIIIIIlIIIIIIIIIIlII

Shjet 498 CTCCCCGGCCGCACCGACAACGAGATCAAGAACTTCTGGCGAACCCACATGCGCAAGATC 557
Query 241 GCCCACCACGCCAAGAAGAAGACCAATTCACCATCGCCGGCGCCGACGACCTCCTCCGGT 300
"y lIlIIIlII[IIIlIIIIlllIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIII

Shijet 558 CAAGAAGAAGAC CCATCGCCGGCGCC 617
Query 301 TCCTTGTCCTCCTCGCTCACCACGGCGACGACGACGATGGCGACGGCTGCGGCGCTGCAA 360
. Trrrrrnrrnrnnnnnenrrnrnernrrnnnnrnnnnrnnnrnnnnennentnl

Shjet 618 TCCTTGTICCICCTCGCTCACCACGGCGACGACGACGATGGCGACGGCTGCGGCGCTGCAA 677
Query 361 GAAAGCAGCAGCTGCGGCGGCGACGACGAGGCCGTCGACCAGCTGGTGGCGGCGGCCACC 420
. II[IIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIII[IIIIIIIIIIIII

Shjet 678 GAAAGCAGCAGCTGCGGCGGCGACGACGAGGCCGTCGACCAGCTGGTGGCGGCGGCCAC 737
Query 421 ACGCCGGCGAGCCAGCTGCTGACGATGGACTACACCATGGACCAGCTCTGGAACGACATC 480
., TLrprrerrrrnrrnnnnenrrnrennnrnnenrnrneennnnnnrnnnentul ;
Shjet 738 ACGCCGGCGAGCCAGCTGCTGACGATGGACTACACCATGGACCAGCTCTGGAACGACATC 797
Query 481 GCGGCGGCGGAAGCCGATACGAGCTGCTACGACGCGGCGGCGATGGCCTCGCCGCCGTCG 40
- II[IIIIIIIIIIIIIIIIIIIIIIIIIIIIIIlIIIIIIIIIIIIlIIIIIIIIIIIII

Shjet 798 CGGCGGCGGAAG CGAGCTGCTACGACGCGGCGGCGATGGCCTCGCCGCCGTCG 857
Query 541 CCGGTCTGGGAATTCTGCACCGACTACTCGCTGTGGAGGATCGACGACGAGGAGTACTAC 600
", Lrrrrrrrrrnrrnnnnnenrrnrrennnrennnnrrnrnernernnnnnnnentnl

Shjet 858 CCGGTCTGGGAATTCTGCACCGACTACTCGCTGTGGAGGATCGACGACGAGGAGTACTAC 917
Query 601 AAGAAGATGCTCGATGCCTCGCAATAG 627

. frrrrrrnrenrnrnnrnnnnrnnnl

Shjet 918 AAGAAGATGCTCGATGCCTCGCAATAG 044

6 JkiE MYBEERREIRELITER

Fig. 6 Result of sequence similarity comparison on rice MYB
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