5 Jp B . -
A8 3E RAk5E 4R 25(1): 33~ 38,2010 - 1008 0384 (2010) 01— 033- 06

Fuian Journal of Agricultural Sciences

SSR DN A

Sordy, HA, kATF, MIEX, L

( , 365509)
24 18 , SSR DN A
24 74 s 31 24
SSR R NTSYS 2 10e Dice s UPGMA s 42
0 60~ 1 00, 0. 68 42 6 s
s 42 X 12 SSR
; SSR; ;
S511; S 326 A

DNA fingerprints and genetic diversity analysis based on SSR markers for rice cultivars in Fujian
MA Hong bo, XU Xuming, WEI Xir yu, YANG Wang xing, ZOU W e guang
( Sanming I nstitute of Agricultural Science, Shaxian, Fujian 365509, China)
Abstract: SSR was used to construct the DNA fingerprints and analyze the genetic diversity of 24 hybrid rice cultr
vars and 18 parental cultivars Twenty four SSR primers amplified a total of 74 polymorphic DN A bands, averaging
3. 1 bands per primer Based on the amplification of 24 markers, genetic similarity coefficient of dice was calculated
using the software, NTSYS 2 10e, and a dendrogram of genetic relationship was constructed using UPGM A meth-
od The results showed that the genetic similarity among 42 cultivars ranged from 0. 60— 1 00, that 42 cultivars
were classified into six cluster groups with the similarity coefficient of O 68, and that the genetic relatives among
cultivars was well revealed It would provide a scientific basis for selection of parents for cross breeding rice A fin-
gerprint of SSR for 42 cultivars at the 12 primer loci was obtained, which would provide scientific data for identifica
tion as well as determination of purity of the hybrid rice.
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Table 1 List of cultivars used

1 A 22 I 398 II- 32A % 398

2 9A 23 11 1259 II- 32 Ax 1259

3 T78A 24 11 118 II- 32A % 118

4 23A 25 1 907 I1- 32A x 907

5 13A 26 2155 Ax 2155

6 A 27 2155 23A % 2155

7 108 28 07 23A x 07

8 I1- 32A 29 100 23A % 100

9 2155 30 T78 2155 T 78Ax 2155

10 86 31 T78 07 T 78 Ax 07

11 401 32 73 A X 73

12 100 33 884 Ax 884

13 884 34 1259 A% 1259

14 70 35 929 A x 929

15 122 36 1259 SE21 x 1259

16 73 37 527 10S x 527

17 1259 38 82 97A x 82

18 527 39 118 13A % 118

19 11 86 I1- 32 Ax 86 40 2155 A x 2155

20 11 1273 II- 32 Ax 1273 41 2155 Ax 2155

21 11 339 II- 32A % 339 42 1259 Ax 1259
12 1 2 3
1.2 1 DNA ##Hi , 4 5.... , 42 SSR

DNA sps ' \
122 PCR## SSR-PCR 20 HL, ( 1 2 : 12

1 x buffer (10 mmol * L™ 'TrisH Cl pH ,

8 0, 50 mmol* L"'KCl, 2 5 mmol* L™ 'MgCl, 100 bp DNA ladder marker ,
0 08% Nonidet P40), dNTP 25 Umol* L', ( DNA

40 Umol* L', DNA 20ng, Tag 15U ) “r, “0”
(Tagq 1 xbuffer SSR dNTP ; 170 NTSYS

) . 2 10e similarity ,
94°C 5 min, 94°C30s, 55C30s, 72°C30s, 30  clustering SHAN UPGMA (ur
: 72°C 10 min; 10°C PCR weighted pai-group method with arithmetic
MG96G PCR means, )

123 RN

2 HRXE55H

DYY- 11B . 6%
PCR 1x TBE, 21 SSR
300V, 1.5h, 24 74
L2 4 HIELEE P SSR 1 , 31,

SSR , 1 , SSR 2~5



1 Bdpd: AT SSRAFITH fai 4% T A5 A7 DNA #5450 B35 A B 44 S £ AT 35
2) RM 5414 RM274 RM219 RM311 RM209 RM 232 RM228 RM 18
RM 17 RM273 RM267 RM 253 RM 278 RM 258 4 , RM 19
2 R RM297 RMS85 5 , 24
RM190 RM336 RM337 RMI1195 RM208 ,
RM 72 RM224 3 , RM71
2 24 SSR
Table 2 Basic information on 24 SSR markers
() ()
Preferred marker Candidate mark er
RM 297 1L 3 RM 1195 1S 3
RM 71 2S5 4 RM208 2L 3
RM 85 3L 3 RM 232 3L 4
RM 5414 4S 2 RM 273 4L 2
RM 274 5L 2 RM267 58 2
RM 190 6 S 3 RM253 65 2
RM 336 7L 3 RM 18 7L 4
RM 337 88 3 RM72 8L 3
RM 219 9S 2 RM278 9L 4
RM 311 10 L 4 RM 258 10L 4
RM 209 11 L 4 RM224 11L 3
RM 17 12 L 2 RM 19 128 5

:S= Short , L= Long
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bp
300

200

100

M 22 23 24 25 26 27 28 29 30 31 32 33 34 35 36 37 38 39 40 41 42

1 RM71 42
Fig | Amplifications of 42 cultivars using primer RM71
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Table 3 DNA fingerprint of 42 cultivars
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Fig 2 Quster dendrogram of 42 cultivars based on SSR makers

o , 74 ,
3 SSR 2~ 5
31 , 31,
SSR ol
, [3] 55
SSR : , :
[12- 14] 42

SSR 24 SSR 42 ,



38 #aiE Rk F 4R 25
) SSR [4] . DNA
32 -
(. , 2003, 11 (2): 3- 5, 8.
’ [5] . SSR
’ DNA (1. , 2007, 23 (5): 55— S8.
5 [ 6] ;-
[12] [J1. , 2007, 8 (1): 51— 55.
[7] .. DNA
’ ’ (1. , 2001 (1): 34-37.
[8] , 996 SRAP
4 LEp [J]. , 2007, 23 (6): 112-
114.
42 x 12 SSR [9] :
’ [1. , 2007, 21 (1): 7
a 68 ) 6 -
[10] . DNA
, | 1. . 2005, 3 (3):
393— 400.
[11] DN A (.
, 1992, 6 (1): 47- 48.
[1] , SSR [12]
i 2006, 22 (2): 181- DNA [1. , 2009, 28
183, (3): 28— 35.
(2] ’ SSR [13] SSR
[J. , 2006, 20 (5): 460- L. » 2009, 23
468 (4): 383- 390.
[3] SSR [14] : .
(1. [1. , 2009, 24 (3): 165- 173.
2006, 20 (1): 1- 7. TAE AR AT )



