55 N . ~
A@3E RkF 3R 25(1): 82~ 85,2010 - 1008 0384 (2010) 01— 082- 04

Fuian Journal of Agricultural Sciences

PCR

R IR, K, RAeR, X|BEER

( s 350003)
16S rDNA DNA PCR
, ( Planctomycetes) 165SrDNA ( 502 bp)
PCR ,
; ; PCR
S154.3 : A

Real-time PCR quantification of anaerobic ammonia oxidizing microorganisms in red paddy soil
SONG Yana, LIN Zhimin, CHEN Zatjie, LIU Xiae qiang

(Institute of Biological T echnologies, FujianA cademy of A gricultural Sciences, Fuzhou, Fujian 350003, China)
Abstractt DNA in red paddy soil was amplified by polymerase chain reaction (PCR) through spedfic primers of 16S
rDN A gene of anaerobic ammonia oxidizer P CR product was purified, cloned and sequenced A 502 bp sequence of
16S rDN A gene of anaerobic ammonia oxidizer belonging to Planctomycetes was obtained Quantity of anaerobic am-
monia oxidizer in the red paddy soil during the rice growing season was monitored by the real-time PCR T he stand-
ard curve was made using the plasmid DNA with this rDNA sequence The results showed that anaerobic ammonia
oxidizers existed in the surface as well as the root zone of the red paddy soil T he quantity changed during the rice
growth season The quantity of anaerobic ammoniaoxidizers in the surface soil increased gradually during the grow
ing season On the other hand, in the root zone, the number of the bacteria in the soil increased only at the late
stage after booting The anaerobic ammoniaoxidizers might contribute to the nitrification in the red paddy soil.
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Fig 4 Changes in number of anaerobic ammonia-oxidi-

zers in paddy soil during rice growing season
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